Quantitative real-time reverse transcription polymerase chain reaction of total RNA was performed using specific primers as indicated in Table 1 . The relative mRNA levels were determined as described in Materials and Methods. In each experiment the Ct values obtained were normalized to the Ct of three housekeeping genes and then averaged. Bars represent the mean±SEM of at least 4 different RNA extracts each from different patients. The asterisk indicates p<0.05 versus pCRC (Student's t test).
Supplementary Figure 2:
Expression of TRPC channel proteins in patients-derived colorectal cancer cells. Blots representative of four (each from a distinct patient) were shown. Lanes were loaded with 30 μg of proteins, probed with affinity purified antibodies and processed as described in Materials and Methods. The same blots were stripped and re-probed with anti-beta-2-microglobulin (B2M) polyclonal antibody, as housekeeping. Major bands of the expected molecular weights were observed. Bands were acquired, densitometric analysis of the bands was performed by Total Lab V 1.11 computer program (Amersham Biosciences Europe, Italy) and the results were normalized to the corresponding B2M. 
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Supplementary Figure 9: FBS-induced intracellular
